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Education 

 M.S (Biochemistry & Molecular Biology): University of Dhaka, Bangladesh, 

2014 

 B. Sc (Biochemistry & Molecular Biology): University of Dhaka, Bangladesh, 

2013  
  

Research Areas 

 Plant biotechnology 

 Plant genetic engineering 

 Molecular biology  

 Microbial Biotechnology & Bioinformatics. 
 

Career 

 January, 2018- Present: Scientific Officer (SO), Plant Biotechnology Division. 

National Institute of Biotechnology. 

 August, 2016- January, 2018: Research Officer (RO), Department of Microbiology, 

Child Health Research Foundation (CHRF), SEL Huq Skypark, 23/2 Khilji Road, 

Block-B (Mirpur Road) Mohammadpur, Dhaka-1207, Bangladesh. 

 January, 2015- July, 2016: Research Associates (RA), Plant Biotechnology Division, 

Department of Biochemistry & Molecular Biology, University of Dhaka-1000, 

Bangladesh. 

 
Current research involvement 

1. Down regulation of Gn1a (Grain number 1a) gene by Crispr- Cas system to increase yield 

in Bangladeshi rice variety. 

2. Molecular cloning and characterization ofTma12 an insecticidal gene from Bangladeshi 

fern species for whitefly resistance in Crops (Potato, Eggplant and Cotton).  

3. Identification and Molecular Characterization of Hyacinth Bean (Lablab purpureus L.)  

Diseases Associated Fungi in Bangladesh.” 
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4. Identification and Distinction of Native Hyacinth Bean (Lablab purpureus L.) through 

DNA Barcodes. 

5. Bangladeshi collaborator of the project entitled “The crop microbiome survey: 

Quantitative assessment of the microbiome associated with croplands worldwide”. 

6. NGB conservation of less common native fruits and national flower.  

 

Research grant 

 A commissioned project on genome editing funded by the BAS-USDA Endowment 

Program (2024-2027). 

 R & D projects entitled “Isolation of Tma12 an insecticidal gene from Bangladeshi 

fern species for whitefly resistance in Crops (2019-2020)”, financed by Ministry of 

science and Technology, Government of People’s Republic of Bangladesh. 
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