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RREITINY

X ALTA
ALART | = Advanced Lines Adaptive Research Trial
BB | = Bacterial Blight
BBS | = Bangladesh Bureau of Statistics
BIMS | = Breeding Information Management System
BMGF | = Bill and Melinda Gates Foundation
BPAT | = Breeding Programme Assessment Tool
BRRI | = Bangladesh Rice Research Institute
CRF | = Collaborative Research Fellow
DAE | = Department of Agricultural Extension
DNA | = Deoxy-ribo Nucleic Acid
DPP | = Development Project Proposal
DUS | = Distinctness, Uniformity and Stability test
ECNEC | = Executive Committee of the National Economic Council
ERD | = Economic Relation Division
GBS | = Genotyping by Sequencing
GDP | = Gross Domestic Product
GoB | = Government of Bangladesh
GRS | = Genetic Resources and Seed Division
HIES | = Household Income and Expenditure Survey
IP | = Intellectual Property
IPCC | = Intergovernmental Panel on Climate Change
IRRI | = International Rice Research Institute
LST | = Line Selection Trial
MABC | = Marker Assisted Backcrossing
MAS | = Marker Assisted Selection
MET | = Multi-Environment Testing/Trial
MoA | = Ministry of Agriculture
NGO | = Non-Government Organization
NIR | = Near-infrared analyzer
NSB | = National Seed Board
OYT | = Observational Yield Trial
PEC | = Project Evaluation Committee
PO | = Programme Officer
PVT | = Proposed Variety Trial
PYT | = Preliminary Yield Trial
QTL | = Quantitative Trait Loci
RGA | = Rapid Generation Advance
RYT | = Regional Yield Trial
SNP | = Single Nucleotide Polymorphism
SPDP | = Seed Production and Dissemination Programme
SRF | = Strategic Result Framework
SSR | = Simple Sequence Repeat
SYT | = Secondary Yield Trial
TRB | = Transforming Rice Breeding
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